Interferon Figures 

Protein sequences of interferon alphas to be shuffled 

1. Consensus CDLPQTHSL6NRRALILLAQMGRISPFSCL 

* * * ★ * * * * * * * 

10 20 30 

2. alpha I _ 

3. alpha C - 

4 . alpha H -N-S N - - - T - M R - - 

5. alpha 4B - . . h - - - - 

6 . alpha 6 H--TMM R - - - L - - - - 

7. alpha 7 R----------- - - 

8. alpha 8 --------- r-----..- 

9. alpha D ----E----D---T-M-----S----S--- 

10. alpha F - - - _ 

11. alpha I - - ------ 

12. alpha WA - -*---H--"--' 

1. Consensus KDRHDFGFPQEEFDGNQFQKAQAISVLHEM 

* * * * * * * * * * * * * * 

40 50 60 

2. alpha I - L -T---P----- 

3. alpha C ---P---L- t - - - - 

4. alpha H ------e----- ...... 

5. alpha 4B --- -e H----T--*------ 

6. alpha 6 ------R--------------e-t-----v 

7. alpha 7 ----E-R--E H----T - - -- -- -- - 

8 . alpha 8 ------E-------DK------------- - 

9. alpha D M------- - - -- -- -- - -- -- p- -- ._«„L 

10. alpha F _ 

11. alpha I - - - p - - - l ---t--------- 

12. alpha WA - - - Y - V------- - a F - - - 

1. Consensus IQQTFNLFSTKDSSAAWEQSLLEKFSTELY 

* + * * * ***** ***** * 

70 80 90 

2 . alpha I -------- ---E------------. ------- 

3. alpha C ----- - ----E------------------ . 

4 . alpha H m ----- ' N DET YI--F 

5. alpha 4B - -- -- -- -- -E - _ . 

6. alpha 6 ------ --V--DER--D-LY---- 

7 . alpha 7 ----------E------ - - -- -- -- -- -- - 

8 . alpha 8 ------ LDET--DE-YI--D 

9. alpha D ---I----T DED--D--C---- 

10. alpha F ---------------T-------.------N 

11. alpha I ----------E------------ - - -- -- - 

12. alpha WA ------------ -DET--D--YI--F 

1. Consensus QQLNDLEACVIQEVGVEETPLMNEDS I L A V 

* * * * ** *** *** ** * 

100 110 120 

2. alpha I ----N---.---Q---M 

3. alpha C - - - - N M 

4. alpha H - - M ---------- 

5 . alpha 4B --------------------- *-v------ 

6 . alpha 6 ----.-M---W-GG---- ... 

7 . alpha 7 ------------ --------p---- 

8. alpha 8 --S--M-----I-S---Y ------- 

9 . alpha D -----M--ER-G a ------ 

10. alpha F M ------- - --V------ 

11. alpha I N M - - _ 

12. alpha WA T - - U 
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1. Consensus RKYFQRITLYLTEKKYSPCAWEVVRAE IMR 



* * * ★ * 

130 140 150 

2. alpha I --------------- 

3. alpha C 

4 . alpha H K M 

5 . alpha 4B 

6. alpha 6 ---------- 

7. alpha 7 M 

8. alpha 8 -----------------S-- 

9. alpha D K---R 

10. alpha F K - - - - 

11. alpha I - - 

12. alpha WA M G - - 
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DNA sequences of interferon alphas to be shuffled 

1. Consensus T6T GATCTGCCTCAGACC C A C A G CCTGGG T 

10 20 30 



A A - 

C - - 
- A - 



1. Consensus AATAGGAGGGCCTTGATACTCCTGGCACAA 

40 50 60 

2 . alpha I 

3. alpha C 

4. alpha H - - C A-T-----G---A _ I I 

5. alpha 4B 

6. alpha 6 C - C A--A----G 

7. alpha 7 

8. alpha 8 - - C -.--"-'i.-.-.-.-... 

9. alpha D --C------A-------G-. 

10. alpha F ---------------..-.-__-,-.-.__._.. 

11. alpha I _________ 

12. alpha WA --------- _ ______ 

1. Consensus ATGGGAAGAATCTCTCCTTTCTCCTGCCTG 

70 80 90 

2. alpha I -------------------------_____ 

3 . alpha C ----------_-----_._„__________ 

4 . alpha H ---A-G-------- - - - 

5. alpha 4B ----------------A------------- 

6. alpha 6 ---A-G----------T - - - T - - - 

7. alpha 7 -----------------------____ T __ 

8. alpha 8 ---C--------------__ __________ 

9. alpha D - - - A - C - - - _ - C - - - - _ _ t - 

10. alpha F ------------------__________ 

11. alpha I ------ „ 

12. alpha WA - -- -- _ _ _ _ A 

1. Consensus AAGGACAGACATGACTTTGGATTTCCCCAG <ir 

100 110 120 



C C - - - G 

CA 

C A - - - • C - ■ A G 
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1. Consensus GAGGAGTTTGATGGCAACCAGTT- CCAGAAG 

130 140 150 



2. alpha I 

3. alpha C 

4. alpha H - - - - - A - - 

5 . alpha 4B 

6. alpha 6 - - 

7 . alpha 7 - _ - 

8. alpha 8 -------------AT 

9. alpha D - 

10. alpha F - - - 

11. alpha I 

12. alpha WA - - - - T 



1. Consensus GCTCAAGCCATCTCTGTCCTCCATGAGATG 

160 170 180 
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1 .Consensus ATCCAGCAGACCTTCAATCTCTTCAGCACA 

190 200 210 
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a. Consensus C T C C T A 6 A A A A A T T T T C C A C T 6 A A C T T T A C 

250 260 270 

2 . alpha I 

3. alpha C - - I 

4 . alpha H --C-A--T--------T- 

5. alpha 4B --------- - . . _ 

6. alpha 6 - - T C---C-C-AT------------ 

7. alpha 7 ------------------------- 

8. alpha 8 TG C-A--TC-- -G-- 

9. alpha D ----- ---C-----C-G---C-----C--- 

10. alpha F ----------- ------ - - -- a- - 

11. alpha I ----- - 

12. alpha WA --------C-----C-A--T T 

1. Consensus CAGCAACTGAATGACCTGGAAGCCTGTGTG 

280 290 300 

2. alpha I ------------A----------A------ 

3. alpha C ------------A----------A------ 

4. alpha H ------ a - ---------- 

5. alpha 4B -----------------------A------ 

6. alpha 6 -----G------------------ ------ 

7. alpha 7 ---------------------_-a----~- 

8. alpha 8 -----G--------------GT-------- 

9. alpha D -----G---------T-------------- 

10. alpha F -----G---------A----------C--- 

11 . alpha I ------------a. ----a------ 

12. alpha WA ----------------- A ------- 

1. Consensus ATACAGGAGGTTGGGGTGGAAGAGACTCCC 

310 320 330 

2. alpha I ---G-----------A- - - -- -- -- -- -- - 

3 . alpha C ---------------A-------------- 

4. alpha H --------- 

5 . alpha 4B 

6 . alpha 6 --G- - - - - ---GT------G--G - - -- -- - 

7. alpha 7 ------- _______ 

8. alpha 8 --G-----A--G------AT----T----- 

9. alpha D --G-------AGA------G---A------ 

10. alpha F __________ 

11. alpha I - - - - - _ a ------- 

12. alpha WA - C - - - - --------«r-G-- 

1. Consensus CTGATGAATGAGGACTCCATCCTGGCTGTG 

340 350 360 

2. alpha I ------------------------- 

3. alpha C ---------------------- 

4. alpha H - - _ 

5. alpha 4B ----------T------------------- 

6. alpha 6 

7. alpha 7 

8. alpha 8 ----------------t------------- 

9. alpha D ------ T-C-C------------------- 

10. alpha F ----------T----------T-------- 

11. alpha I ---- -------- T . 

12. alpha WA - - _ 
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1. Consensus 
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1 . Consensus 
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AGGAAATACTT C C AAAGAATC AC T C T T T A T 
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1. Consensus AGATTAAGGAGGAAGGATTGA 

490 500 

2. alpha I --------------------- 

3. alpha C - T 

4. alpha H ----- 

5 . alpha 4B 

6. alpha 6 - - G ----A-A- 

7. alpha 7 G " 

8. alpha 8 G-A---T-----A--- 

9. alpha D - - - a - A - 

10. alpha F " 

11. alpha I ~ - ' 

12. alpha WA G-- A 
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